Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.004 Å; R factor = 0.048; wR factor = 0.168; data-to-parameter ratio = 13.0.
Related literature
The title compound is a derivative of the natural product resveratrol (trans-3,4,5-trihydroxystilbene) . For background to resveratrol, see: Jang et al. (1997) ; Orsini et al. (1997) ; Pettit et al. (2002) . For standard bond lengths and angles, see: Boumendjel et al. (2008) . For the synthesis of the title compound, see: Huang et al. (2007) .
Experimental
Crystal data 
Data collection
Bruker SMART CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2000) T min = 0.973, T max = 0.982 10535 measured reflections 5272 independent reflections 3060 reflections with I > 2(I) R int = 0.039 Refinement R[F 2 > 2(F 2 )] = 0.048 wR(F 2 ) = 0.168 S = 0.79 5272 reflections 404 parameters H-atom parameters constrained Á max = 0.15 e Å À3 Á min = À0.18 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Cg2 and Cg4 are the centroids of the C12-C17 and C30-C35 rings, respectively. Data collection: SMART (Bruker, 2000) ; cell refinement: SAINT (Bruker, 2000) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL.
between the two molecules in the title compound are only marginal.
In the crystal, the two molecules associate through C-H···pi stacking interactions [C14-H14···Cg(4) i ; C17-H···Cg(4) ii ; C32-H···Cg(2) iii ; C35-H···Cg(2) iv : H···Cg = 2.88, 2.76, 2.82, 2.66 Å respectively] [for symmetry codes: (i) -
x + 1, -y + 1, -z + 1; (ii) -x + 1, -y, -z + 1; (iii) x, y, z; (iv) x + 1, y, z]. Intermolecular methoxy C26-H···O8 v interactions [3.041 (4) Å] across an inversion centre generate a sheet structure (Fig. 2) [for symmetry code (v): -x + 2, -y, -z + 1].
Present also in the structure are intramolecular C-H···O interactions between the aldehyde and ethylenic donors and methoxy O-atom acceptors (Table 1) .
Experimental
Title compound was synthesized according to the reported method (Huang et al., 2007) . Crystals suitable for X-ray structure analysis were obtained by slow evaporation of a solution of the title compound in a petroleum ether/ dichloromethane mixture (1:1, v/v) at room temperature.
Refinement
All the H atoms were placed in geometrically idealized positions and constrained to ride on their parent atoms, with C-H distances of 0.93-0.96 Å, and with U iso (H) = 1.2U eq (carrier) or 1.5U eq (methyl groups).
Computing details
Data collection: SMART (Bruker, 2000) ; cell refinement: SAINT (Bruker, 2000) ; data reduction: SAINT (Bruker, 2000) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 supplementary materials sup-2 Acta Cryst. (2013). E69, o629 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication:
SHELXTL (Sheldrick, 2008) .
Figure 1
The molecular structure and atom numbering scheme for the two independent molecules of the title compound in the asymmetric unit, showing 30% probability displacement ellipsoids. The layered structure of title compound formed through C-H···pi stacking interactions. Non-interactive H-atoms are omitted. 
2,4-Dimethoxy-6-[(E)-2-(4-methoxyphenyl)ethenyl]benzaldehyde

Data collection
Bruker SMART CCD area-detector diffractometer Radiation source: fine-focus sealed tube Graphite monochromator φ and ω scans Absorption correction: multi-scan (SADABS; Bruker, 2000) T min = 0.973, T max = 0.982 10535 measured reflections 5272 independent reflections 3060 reflections with I > 2σ(I) 
where P = (F o 2 + 2F c 2 )/3 (Δ/σ) max < 0.001 Δρ max = 0.15 e Å −3 Δρ min = −0.18 e Å −3 Extinction correction: SHELXL97 (Sheldrick, 2008) , Fc * =kFc[1+0.001xFc 2 λ 3 /sin (2θ) Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 
